SEQUENCE LISTING 



(1) GENERAL INFORMATION: 



(i) APPLICANTS: Stockert, Elisabeth; Jager, Elke; 

Chen, Yao-tseng; Scanlan, Matthew; 
Knuth, Alexander; Old / Lloyd J. 



(ii) TITLE OF INVENTION: Antibodies Which Bind to NY-ESO-1 Cancer 

Associated Proteins, Uses Thereof, 
Truncated Forms of NY-ESO-1 , and HLA 
Binding Peptides Derived Therefrom 



(iii) NUMBER OF SEQUENCES: 8 



(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Fulbright & Jaworski, L.L.P. 

(B) STREET: 666 Fifth Avenue 
<C) CITY: New York City 

(D) STATE: New York 

(E) COUNTRY: USA 

(F) ZIP: 10103 



(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Diskette, 3.5 inch, 144 kb storage 

(B) COMPUTER: IBM 

(C) OPERATING SYSTEM: PC-DOS 

(D) SOFTWARE: WordPerfect 



(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 09/062,422 
<B) FILING DATE: April 17, 1998 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 08/937,263 
<B) FILING DATE: September 15, 1997 



(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 08/725,182 

(B) FILING DATE: October 3, 1996 



(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: Hanson, Norman D. 

(B) REGISTRATION NUMBER: 3 0,946 

(C) REFERENCE/DOCKET NUMBER: LUD 5466.3 



(ix) TELECOMMUNICATION INFORMATION: 

(A) 'TELEPHONE : (212) 318-3168 

(B) TELEFAX: (212) 752-5958 



(2) INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 752 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 





atcctcgtgg 


gccctgacct 


tctctctgag 


agccgggcag aggctccgga gccatgcagg 


60 




ccgaaggccg 


gggcacaggg 


ggttcgacgg 


gcgatgctga tggcccagga ggccctggca 


120 




ttcctgatgg 


cccagggggc 


aatgctggcg 


gcccaggaga ggcgggtgcc acgggcggca 


180 




gaggtccccg 


gggcgcaggg 


gcagcaaggg 


cctcggggcc gggaggaggc gccccgcggg 


240 




gtccgcatgg 


cggcgcggct 


tcagggctga 


atggatgctg cagatgcggg gccagggggc 


300 


: 


cggagagccg 


cctgcttgag 


ttctacctcg 


ccatgccttt cgcgacaccc atggaagcag 


360 


m 


agctggcccg 


caggagcctg 


gcccaggatg 


ccccaccgct tcccgtgcca ggggtgcttc 


420 




tgaaggagtt 


cactgtgtcc 


ggcaacatac 


tgactatccg actgactgct gcagaccacc 


480 


m 


gccaactgca 


gctctccatc 


agctcctgtc 


tccagcagct ttccctgttg atgtggatca 


540 


\k 

"!« 

Us? 


cgcagtgctt 


tctgcccgtg 


tttttggctc 


agcctccctc agggcagagg cgctaagccc 


600 




agcctggcgc 


cccttcctag 


gtcatgcctc 


ctcccctagg gaatggtccc agcacgagtg 


660 




gccagttcat 


tgtgggggcc 


tgattgtttg 


tcgctggagg aggacggctt acatgtttgt 


720 




ttctgtagaa 


aataaaactg 


agctacgaaa 


aa 


752 



(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 31 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 



CACACAGGAT CCATGGATGC TGCAGATGCG G 



(2) ^ INFORMATION FOR S^ ID NO: 3: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
CACACAAAGC TTGGCTTAGC GCCTCTGCCC TG 



(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Ser Leu Leu Met Trp lie Thr Gin Cys Phe Leu 
5 10 



(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Ser Leu Leu Met Trp lie Thr Gin Cys 
5 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 6: 

Gin Leu Ser Leu Leu Met Trp He Thr 
5 



(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: -6amino acids 

(B) TYPE: amino acid 



(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 



Leu Leu Met Trp He Thr 
5 



(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 180 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 



Met Gin Ala Glu Gly Arg Gly Thr Gly Gly Ser Thr Gly Asp Ala Asp 
5 10 15 

Gly Pro Gly Gly Pro Gly He Pro Asp Gly Pro Gly Gly Asn Aia Gly 
20 25 30 

w 

Gly Pro Gly Glu Ala Gly Ala Thr Gly Gly Arg Ala Pro Arg Gly Ala 



m 
M 



35 



40 



45 



*'* Gly Ala Ala Arg Ala Ser Gly Pro Gly Gly Gly Ala Pro Arg Gly Pro 

m 



50 



55 



60 



His Gly Gly Ala Ala Ser Gly Leu Asn Gly Cys Cys Arg Cys Gly Ala 

f 65 70 75 80 

&** 

Arg Gly Pro Glu Ser Arg Leu Leu Glu Phe Tyr Leu Ala Met Pro Phe 

N u 85 90 95 

0 Ala Thr Pro Met Glu Ala Glu Leu Ala Arg Arg Ser Leu Ala Gin Asp 
y= 100 105 110 



Ala Pro Pro Leu Pro Val Pro Gly Val Leu Leu Lys Glu Phe Thr Val 
115 120 125 



Ser Gly Asn He Leu Thr He Arg Leu Thr Ala Ala Asp His Arg Gin 
130 135 140 

t 

Leu Gin Leu Ser He Ser Ser Cys Leu Gin Gin Leu Ser Leu Leu Met 
145 150 155 160 

Trp He Thr Gin Cys Phe Leu Pro Val Phe Leu Ala Gin Pro Pro Ser 
165 170 175 



Gly Gin Arg Arg 
180 



